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ATGGCAAATA AAGCAGTAAA TGACTTTATA CTAGCTATGA 40 
ATTACGATANso AAANg^AAACTC TTGACCCATC AGGGAGAAAG 80 
TATTGAAAAT CGTTTCAN^CA AAGAGGGTAA TCAGCTACCC 120 
GN 122 TGAGTTTG TTGNi 3 ^TAN„,CGA AAGAAAGAAG CGGAGCTTGT 160 
CGACAAATAC AAGTGATATT NigjCTGTAN^e^CAG CTACGNiggACGA 200 
CAGTCGCCTC TATCCTGGAG CACTTCTCGT AGTGGATGAG 240 
ACCTTGTN 248 AG AGAATAATCC CACTCTTCTT GCGGTNj^gGATC ^ 280 
GTGCTCCGAT GACTTATAGT ANjojTGNjogTTTGC CTGGTTTGGC 320 
AAGTAGCGAT AGCTTTCTCC AAGTGGAAGA Nj^^CCCAGCAAT 360 
TCAAGTGTTC GCGGAGCGGN 330 AN 382 ACGATTTG TTGGCTAAGT 400 
GGCATCAAGA TTATGGTCAG GTCAATAATG TCCCAGCTAG 440 
AAN 443 GCAGTAT GAAAAAATN 453 A CGGCTCACAG CATGGAACAA 4 80 
CTCAAGGTCA AGTTTGGTTC TGACTTTGAA AAGNg^^CAGGGA 520 
ATTCTCTTGA TATTGATTTT AACTCTGTCC ATTCAGGNgsgGA 560 
AAAGCNgggGATT CAGATTGTTA ATNsggTTAAGCA GATTTATTAT 600 
ACAGTCAGCG TAGACGCTGT TAAAAATCCA GGAGATGfGT 640 
TTCAAGATAC TGTAACGGTA GAGGATTTAA AACAGAGAGG 680 
AATTTCTGCA GAGCGTCCTT TGGTCTATAT TTCGAGN^^^GTT 720 
GCTTATGGGC GCCAAGTCTA TCTCAAGTTG GAAACCACGA 760 
GTAN264GAGTGN,7 o TGAAGTAGAG GCTGCTTTTG AAGCTTTGAT 800 
AAAAGGAGTC AAGGTAGCTC CTCAGACAGA GTGGAAGCAG ' 840 
ATTTTGGACA ATACAGAAGT GAAGGCGGTT ATTTTAGGGG 880 
GCGAC’CCAAG TTCGGGTGCC CGAGTTGTAA CAGGCAAGGT 920 
GGATATGGTA GAGGACTTGA TTCAAGAAGG CAGTCGCTTT 960 
ACAGCAGATC ATCCAGGCTT GCCGATTTCC TATACAACTT 1000 
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CTTTTTTACG TGACAATGTA GTTGCGACCT TTCAAAANjojgAG 1040 
TACAGACTAT GTTGAGACTA AGGTTACAGC TTACAGAAAC 1080 
GGAGATTTAC TGCTGGATCA TAGTGGTGCC TATGTTGCCC 1120 
AATATTATAT TACTTGGN^iagAT GAATTATCCT ATGATCATCA 1160 
AGGTAAGGAA GTCTTGACTC CTAAGGCTTG GGACAGAAAT 1200 
GGGCAGGATT TN^aijACGGCTCA CTTTACCACT AGTATTCCTT 1240 
TAAAAGGGAA TGTTCGTAAT CTCTCTGTCA AAATTAGAGA 1280 
GTGTACCGGG CTTGCNi^jgTGGG AATGGTGGCG TACGGTTTAT 1320 
GAAAAAACCG ATTTGCCACT AGTGCGTAAG CGGACGATTT 1360 
CTATTTGGGG AACAACTCTC TATCCN„esCAGG TAGAN^jsGATAA 1400 
GGTAGAAAAT GAC 1413 
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